Glycan Probe List

796 glycan probes returned

Group A : Gal-, Glc-, Lac-, LacNAc- based

Probe ID

36

37

38

39

44

45

46

69

92

94

96

97

98

145

152

153

215

216

234

235

242

243

244

245

246

252

253

254

255

256

278

279

302

382

383

397

Probe Name
Hanfland 1
Galactosylceramide
Lac
Lactocerebrosides
GalNAca-3GalB-4Glc
Gala-4GalB-4GIcNAc

Ceramide
trihexoside

Globoside (P-
antigen)

Forssmann glycolipid

B-Tri

NeuAca-(3')Lac
NeuAca-(6')Lac
NeuAca-(3')LN
NeuAca-(6')LN
Neu5,9Ac-(6')LN
GSC-210

GSC-150

SU(3")-Lea-Tri

SU(3'")-Lex-Tri

GSC-209
GSC-432

GSC-430

Glucocerebrosides
Galactocerebrosides
Lac-AO

LacNAc-AO

Leo-Tri

Lea-Tri-AO

Lex-Tri

Lex-Tri-AO

NeuAca-(3')Lac-AO

NeuAca-(6')Lac-AO

NeuAcR-(3')Lac

NeuAcR-(3')Lac-AO

NeuAcB-(6')Lac

NeuAcR-(6')Lac-AO

Neua-(3')Lac

Neua-(3")Lac-AO

Neua-(6')Lac

Neua-(6')Lac-AO

Neud,5Ac-(3')Lac

Neu4,5Ac-(3')Lac-AO

Sulfatide

GSF-1

GSF-19

GSC-260

H-Di

A-Tri

SA(3")-Lea-Tri

SU(3')-LN

Textual Sequence

Gcs.-cor
Gas-cer

Gt AgLcs.Cor
GaliAca-26al8- 46104
[RPmrra—

Gt 4Ga18. 4516 Cor

GaltAct-s6ata-dGal6-4Glcs-Cer

GaiAca- 6ol - 3ol 4Ga16-G1c-Cer

Gata-3caton

Heutca.36015-461¢-00
Nevtca 66a16-461c-08
[T p—

(9-0c Meuc- 6Go18-4GLchAC-OH
SU-261c8 3618 -Cersz

Fuca-3

SU-26a18-36Lolhe 00

Fuca:3

s 36m6-ersz
(3-deoxy, 3-carsoxynechyl Gale-d61c6-C30.

(3-de0xy,3-carboxymethyl G018 30Lc6- 30
i

Glcs-cer

s agic a0

[rmrn—

T p—

[
i

fucat

[ p—

[
1

fucad

Nevtca-36s16-4616-40
Heukch-36a15-41c-04
Neutct-36a16-4616-0
Heuhch- 6615 461c-30

Newn- 36a15-451-0H
Newa-36aL8-451c-AD
Hewo-6Ga15-4G1c-AD

(4-0c euico-36a18-461c 0
(8.0 ewco. 36015451 40
SU-36n18-Cor

Su-2slb-c20

3-deory,3-carboxymethyl-Gal6-4GLcH-CI0
|
fuca-d

Fuca-26alon

Fuca-2

[ —
|




402 LacNAc s actcise o0
422 NeuAca-(3')LN-AO a3t 40
426 Lex-Tri-(Me)AO Gats-dicc- (he1a0
fuceh
439 LacNAc(1-3) JRr—
440 LacNAc(1-3)-A0 [T —
459 GSC-426 (3 denny.3-cartanmethy ot 30
570 GSC-17 Neuhca 36at6-401c-Cor36
571 GSC-511 kst et o
[
572 GSC-513 5okt 0
ot
573 GSC-75 - deony W 36n1.461c8-Corzs
574 GSC-76 7-deony Weutca 36 ctct-cerzs
575 GSC-77 (8- deony ek 3601418 Cor3s
576 GSC-51 9-deony e S6n-1ct-Corzs
577 GSC-153 (4,8-deonyMeuhca-3GaL8- 1t orss
578 GSC-78 - e 3614618 or3s
579 GSC-79 06141t Cor3e
580 GSC-61 e s c1ct-cerss
587 GSC-437 eshcaBleuica:Blusca- a8 46LcCer3s
590 GSC-144 ot cat-coras
595 GSC-197 Kot 3616461t -Cerza
596 GSC-198 ot st cerse
598 GSC-96 Heuhca:SeuAca- 6o15-4G1c5-Cer3t
610 GSC-23 (€ meshca-3cate-dctct-cerss
611 GSC-24 (CB)NeuAca-36a18-4GLeS-Cerd6
614 GSC-199 ot a5 461-
618 GSC-229 e ek 1646t Cor3
619 GSC-230 e et ol Cerse
620 GSC-231 e ek 618 Cer36
621 GSC-232 e ke 18- Cer3s
622 GSC-234 Heuhca- 5)-66a16-(5)-461ch Cerse
628 GSC-296 G-t 4cs-c30
632 GSC-353 030883618 4016520
635 GSC-439 e ke euac-st-or3e
636 GSC-440 e 018 a1 0
fucas
643 GSC-512 ek et a0
i
647 GSC-9 e 51661t cerse
648 GSC-12 Neuhca (5)-66018-461c8-Cer36
649 GSC-13 ewhca- (5)-6ca18-Cer3s
650 GSC-16 Heuhca-6a18-41c-cors2
651 GSC-18 Neuhca: 36at5-461c-Cors2
652 GSC-27 ek gca e
653 GSC-40 e 5) 36016 corsz
654 GSC-50 €8 aisstereoisomer Meukca 3601541c8-Cer3s
655 GSC-59 ek gstccs-corss
656 GSC-60 nevica-gatc-cerse
657 GSC-62 o261 e
658 GSC-72 Neuhca- (5)-6618- (5)-Cer36
659 GSC-73 e 5)-6Ga6-46Lch- (5 cerse
660 GSC-95 e 51 661t Cerss
666 GSC-160 Su-date-dekcCor
fuas
667 GSC-161 a0
fucah
668 GSC-162 e s a1z
fuas
671 GSC-178 euhca-36a18- 1t corsi
672 GSC-187 eskca- 360529
404 SAA#1 e 61 6104
413 SAA#1-AO e 66100 A0
675 PI-1 eshca3(5 1G85t D1
676 PI-1-AO oA 3(5-HACIGo15-4Lche 4D
677 Pl-2 ek 3(6 a6k




678 PI-2-A0 Heutca-3(6-182)Ga15-461ctee 30

817 NeuAca-(3")LN1-3 [—

818 NEUACO-(3')LN1-3-AQ | 'evics3seis-scicmc io

819 SA(3')-Lea-Tri-AO o s s

820 SA(3')-Lex-Tri-AO o

821 NeuAca-(6')LN-AO ke G015 4GL0MAC 40

882 Globotri-AO Gata-46a18-461c-A0

883 B-Tri-AO E:T,“‘:‘ 0

884 Fuc(3)-Lac-AO ﬁjm\r "0

891 SA(3)-Lex-Tri e

930 A-tri-AO 5“”‘:::3’\ 0

931 A-Tetra-T1-AO e g

932 A-Tetra-T2-AO s icuc o

933 B-Tetra-T1-AO g

934 B-Tetra-T2-A0 o

935 B-penta-AO =::!E-w m}\z—m

936 H-Tri-T2-A0 L —

937 Su(3')-Lea tri-AQ sen s

938 Su(3')-Lex tri-AQ N

939 Gb3-Cer ot 41t cer

1092 NeuGca-(3')LN NeuGea-3Ga18-4G1cHAC-OH

1285 Globo-H-Hexa Fuca 26318 3CaUAC 3G 46aL5 451

1286 Globo-A-Hepta GahAca- 36018361 J6aTa- 45016461 cMAC- O
fuca-d

1287 Globo-B-Hepta n::m‘:m 36aliAct- 36ala-4Gal-4GLoNAC-OH

Group B : LNNnT-, LNT- based; tetrasaccharides

Probe ID Probe Name Textual Sequence
49 LNT ol 201 cAch- 384Gk

51 LNNT GalBAGLcAcE- 318 AGkc-

52 Paragloboside GalBAGLCUACE- - 4GNch-Cor

55 B-like Gl 26a16-4GLCHAC a4 Cor

pentaosylceramide

56 Klaus glycolipid
68 LNFP-I Fuca-26a18-361cNACK-36a16-461c-DH.
71 LNFP-I A

72 LNFP-Il e s

73 A-Hexa e e ot e
75 LNRDFH-I A
7 CHnDEH- A

7 g

78 LNNTFH-I L A6

79 LNTFH-I O ]

100 LSTa NeuAca-36a18-36LcNACE-36a16-46Le 0%
103 Sialylparagloboside
105 SA(3')-LNFP-II B A
106 SA(3')-LNFP-Ill R R
107 GSC-64 e T
108 SA(3/6)LNFP-I e
111 GSC-472 o s
117 DSLNT e -1
128 GSC-190 SU-36LCAS- 36216 4G1CNACS- 3616 4G1c8-Cera2
129 GSC-208 50261048 36aL8-4G1MACE- 30916461830
135 SU(3")-LNFP-IIl R Rttt

136 SU(3',6)-LNFP-IIl st

S0-36018- 451 cAAch- 2618-461c-00
|




137 SU(6")-LNFP-IIl [S———
fucah
138 GSC-406 o
e 684G 684618 Cor36
fucah
139 GSC-268 deNAC =
e 2841t 36816461 3.
140 GSC-269 e
e b o et o6
141 GSC-270 e
e ottt o
148 GSC-189 GLeAB-3GaL5. 46LCHACE 36al 401 Cors2
149 GSC-207 GLEAS-J6aLE- 4GLCNACE- F6aLE-46LcE-C30.
205 GSC-268 e
e ot ot o
fucad
207 SA(6")-LNFP-VI e s s s
e
241 LNFP-II-AO O
g 0-36015. 0G4 O
266 SU(3")-LNFP-II .
269 LSTc - 66aLE.-4GLcMACS 6oL 5L D
270 LSTb T -
eukca§
297 LNRDFH-V i
298 LNDFH-I 'uu-z:::iunm-mu.uu.m
305 GSC-97 nzum—i::::ﬁ\:mu—as-\L—‘:\n—ﬂv!s
386 A-Hepta s
catunc sttt eracs. -t
a2
387 Leb- amide s
388 B amide i
fucad
396 GSC-31 euhca LG RG34t Cor3s
399 SU(3)-Tri -2 4ccs- 365104
400 SU(6')-LNFP-II S50 361841
428 Led-Il Fuca-26916- 61CHACE- 36a16-4G1cB - Cork
pentaosylceramide
429 Led-I Fuca-26a18-361cAcE- 3ol -61c8-Cers.
pentaosylceramide
457 DLNN rm——
458 GSC-105 e s o e
fuca )
460 GSC-5168 N!W'n‘:ujl(mt!—aﬁi\l—«;ld cerss
588 GSC-177 nma»zn:::z\ma.zuu»(-m
589 GSC-396 HeuGea-36aL8-36LcHACE-36a1-4GLE-C30
591 GSC-147 KOG 3631831 cACE- 3638461 c8-Cer36
594 GSC-341 [
fucad
597 GSC-149 [ ——
612 GSC-131 "w’-iﬁ::j\smd-ss-u-um
613 GSC-163 e s oo
s
615 GSC-191 GLAS-36a18-461cMACS - 36al8 46168 -Cer36.
616 GSC-192 U-361AR- 6016- 461 A 6a16-461c8-Corde
617 GSC-225 {3-d00xy, 3-carboxynethy1)Ga15- 461 HACS- 36016 Cor36.
fucah
623 GSC-236 PR ———
focnh
624 GSC-257 Nau‘m—}U,G—danlv'ﬁ::‘m;\(wl—ﬁ\! cerse
625 GSC-272 NewAca: 36a18-361CHACS- 36aL8-461c8-C30
626 GSC-273 NewAca: 36a18-4G1CNACS- 36aL8-4G1c8-C30
629 GSC-311 KO- 3616 4GLNACE - 36aL5-4G1c5 (30
)
630 GSC-314 [T
fucas
634 GSC-397 s XAt el AGLcE-E30
638 GSC-479 R
644 GSC-533 "euu-iﬁ::::z\:u:-a«\I-u\(!-cersi
662 GSC-121 e s e
3 seomruca:3
663 GSC-123 e ot ot o
(eteoryruca-3
664 GSC-127 e st s o e
]
euhca 3L GLcthc 36t s
% 65C133 - merrucad
669 GSC-175 NouAca:3(4-600xy)Ga16- 461 cHACE- 36018 Cor36.
fucah
670 GSC-176 e sl LG s 8
s
926 Leb tetra-AO T




927 LNFP-I-AO

928 LNFP-II-AO

929 LNDFH-I-AO

1076 LNnFP-I-AO

1145 Orsay-1-A0

1146 Orsay-2-A0
1147 Orsay-3-A0
1148 Orsay-4-A0

1149 LSTd

Fuca. 216 61 cAcE-Joa18-AGLC-0

Gal8. 0L cAcE- 318 AGLc 0
i

fucad

fuca- 618 4GLcAch-36a8-46Lc-0

TR

Galb Gl cuAcE- 3140

ol 301 cuAch- 610

ol 201 cuAch- 310

e 36a18-4LCHACE SGaLE-4GLc-0%

Group C:

Polylactosamine (linear,branched)- based

Probe ID Probe Name

57 PLNH

58 pLNnH

60 LNnH

61 LNH

62 iLNO

63 l-octaosylceramide
64 B-like decaosylceramide
65 LND

66 B-like

pentadecaosylceramide
67 B-like
eicosaosylceramide

74 PLNFH-IV

80 DFpLNH-II

81 MFLNH-II

82 MFLNnH(a)

83 DFLNH(c)

84 DFLNnH

85 TFLNH

86 DFLNH(a)

88 MFILNO-IV

89 TFILNO

EY MFLND

112 MSLNnH-|

13 MFMSLNNH

114 MSMFLNH

122 DSLNnH

130 GSC-219

150 GSC-216

151 GSC-218

271 MSLNH

275 cau

276 Fuccau

301 TFPLNH-I
304 DFLNH(b)
377 Nonaosylceramide

Textual Sequence




378 I-dodecaosylceramide
379 I-hexadecaosylceramide
380 I-eicosaosylceramide
381 B-like
pentaeicosaosylceramide
389 B-ll dodecaosylceramide
390 -V
tetradecaosylceramide
453 GSC-217
454 GSC-220
455 GSC-221
1150 LNnO
1151 Orsay-5-A0
1152 Orsay-6-A0
1153 Orsay-7-A0
1154 H2 (with H2+Fuc)*
1155 Ab (with Ab+Fuc)*
1156 H3 (with H3-Fuc)*
1157 Ad (with Ad+Fuc)*
1158 PIll (proposed)
1159 PIll de Fuc (according to
proposed structures)
1160 PSM-F1H2HN3-0Y
1161 LNNFP-|
1162 A-Hexa-T1
1163 A-Hexa-T2
1164 B-Hexa-T1
1165 B-Hexa-T2
1166 MFLNH-I
1167 MSDFLNnH-AQ
1168 DFILNO
1169 TFILNO(1-2,2,3)
1265 GSC-915
1266 GSC-915-2
1267 GSC-915-3
1268 GSC-915-4
1278 GSC-915-5
1284 GSC-915-A0

Group D :

N-glycan related

Probe ID Probe Name
6 Man2aGN2

7 Man3GN2

8 Man4aGN2

Textual Sequence

- SHant-46LCUAGE-4GLcMAe O

!
Ront 461 chncs- 4Gl cxac-on

[}

!
[EeRp——
|

ora s




Man4bGN2

[
|
Hons. Hora. 6
!
[ESap——

Man5GN2

[
|
o s
[
|
Mo

Man7(D1)GN2

et
Harahana-
I
Ron4GLcHACE-4G1chAC- O
I

Man3FGN2

[ Fucas
|
Hon.4GLchAcE-461chAC-OH

Man7(D3)GN2

[——
[ —

Rant- 461 chnct-4G1exac-on

[re—

Man6GN2

a6
|
[ra——
|
[
|

Man8(D1D3)GN2

f—
P —

[ —
[—

Man9GN2

o a6
[rR——
I
Ron4GLchAch-461chAC- O
I

Man3XyIGN2

s
|

18- 2an- 461 cHAcS- 451 ke O
I

N1

rRT— Fucas
|
[ —
!

N2

[
i
[ ——
!

FRrRT—

20

NGA2

peT—
|
o et s o0
Gtncs-zaana-§

21

NGA2B

P —
|

ot dos-6cs scicne o0
Gatncs-zaana-§

22

.41 a6
1
[ Re——
|

ErRT—

23

NGA2F

paT— Fuca-s
! i
[Er————
|

Gatncs 2§

24

NA2F

G461 2 6 Fucas
i
R ——C—
|

TR —

25

NA2FB

G541 206 Fucas
|

TR ————
|
[

26

A2(2-6)

Neuco BG8L6. 4GLCIACS. Hona. 6
i

Rant- 461 chnct-4G1cxac-on
I
18-LcUACE- P

27

A2F(2-3)

e St ke e s s
Rant- 461 chact-4b1crac-on

I

Nevtca-36aL8-46LcHACS- ora-3

28

NGA3B

Prm—
|
GloNAc-afant-4G1cNACE-4G1CAAC-4
|
cucr o3
G-

29

NA3-Lex

TR —
1

fucas o st s o0
[ErRRr—

G actctacs. S

30

st ¢
R —
|

R —

Gate-scrcmcs-§

31

A3

[ ——

e —
[Ar——
[r—

32

pRT—
cats-dcromcs. ana-s

-
ResT—

G sarcwcs-§

33

NGA4

aanns
—

e —
prm—
G-t

34

NGASB

aaay
[
qanad |

GLcct- a4ttt o0
Frme—
-t

35

GNMan5BGN2

!
[r——
|
GLONAC.4han4G1cAACS-4G1CHAC- 00
|
G- zana-§

142

Man3(a3,a6)

[—
o3

143

Man5(a3,a6)

[E——
3

177

Man2(a6)

197

N4

[T —
1

[ —
|
[}

NA2F-AO

e Fucas
1
!

RrRT—

Man9GN2-AO

[—
e ara -
i
[ E—
!
[e—

Glc1Man9GN2

Yot
o

i e ]
I ——

Man3FXyIGN2

a6
i

s -1t 1 1

[ fuca-d




272 AGP-Bi-Ac2

273 AGP-Bi-AcGc

274 AGP-Bi-Gc2

371 ManlGN1

375 N3

401 Man2GN1

403 Fuc-GlcNAc

462 Man2(a3)

463 Man2(a2)

560 Man7(D1)GN2-AO

561 Glc1Man9GN2-AO

562 Glc2Man7(D1)GN1-AO

563 Glc3Man7(D1)GN1-AO

885 Glc2Man9GN2-A0

889 GlcNac2Man3-A0

925 Glc2Man4GN2-A0

942 Glc2Man-AO

943 Glc2Man2-A0

944 Glc2Man3-A0

945 Glc2Man8(B)GN2-AO

946 Glc2Man8(C)GN2-A0

1015 Glc3Man9GN2-A0

1016 P6-1 (GTP
4N(2,3)-4A+F)

1017 P7-2 (GTP
4N(2,3)-4A+1R+F)

1018 P8-1 (GTP
4N(2,3)-4A+2R+F)

1019 P22-1 (GTP
3N(2,3)-3A(2,6)+F)

1024 (6P)Man5GN2.A0

1025 (6P)Man6GN2.A0

Nevco-6GaLE-4GLcMACE: Miora-
i
Ron4G1chACS4G1cAAC- O
i

Neuca-scaLe-deLcunce- ana-s

[T —
i

Neute (Gc)a-66a16-cLomrcs 2nana-5

Nevto-BGaLE-4GLCHACE- Hiara-
1
1

Nestca-6GaLE-4GLcct- ona-S

[

i |
ant-6L et cunc- o
!

e

Fuca-66LchAc- 01

[——

!
Ronk4GLcHACE-4G1cMAC 40

[e—
\\
Wara-na-  Mans-GLoMAce-GLctnc-AD

o Hars. ana a5

!
Rons.4G1cAc-30

|
oo Hora 6
[ —

I
G- 261c3-361co-Hara- 2hana- 2

|
P Hara}  Hanb-4GLcMAGS- 451 cMkc-40

r—
i
-

rm—

Glca-361ca- o Hana- sna-3

Ron 4GLcHACE-4G1cMAC 40

T —

|
wara-d RantsGLchnce-4clcrnc-s0

G- 361ca- M. Hara- ana-5

!
P Hora)  Hank-4GLcMAGS- 451 cMkc-40

i
Hon6
i

G- 261ca-361c0- - 2hana- 2

[T —
ek 64t - s
i i
[ —
h
I
[ATE—

Hewica: 36315461 chAcE-6
!
i |
Rant-6Lcct-4b1chac-on

Newca- 3631846l concs-+

Nevco- 36318 4GLcAcE- 36a16-4610MACE -6

i |
Rant- 4L cnct-4b1cunc-on
Howca- 36515 4GLcHACS. Hana. 3

Neukca-36aLe- 461K
1
Neuca. 36518 4GLCHACS. Hna. 6
!
Rant- 461 chncs- bt cxac-on
I
Nevca-36aL8-4GLcHACE- ara- S

i
o
Fone.3 Bans4GLENACS-4G1CIAC-0
|

[r—
i
!
[ S
|

[

i
[
Hone.3 Bans.4GLENACS 4610
|

Group E

Ganglioside related

Probe ID Probe Name

47 Asialo-GM2

50 Asialo-GM1-Tetra
53 Asialo-GM1

91 GM4

93 GM3

95 GM3(Gc)

102 GM2

104 GM1b

109 GM1(Gc)

Textual Sequence

GolACE-4Ga1-4G1c5-Cer

[T —————

ol 36alACE-46a15-461c8 Cer

Neukca-36a1s-Cer

Neuhca-36ate- 6Lch-cer

Neutica 36016 4G1c5-Cor

GalAct-4Ga16-461ch-Cer
1
Neutca3

Neuhca- 36015, 36a1WACS 4Ga16-461cE-Cer

Gall-36alAc-4Gs16-461cE-Cor

Hevtea-3




110 GM1

115 GD3

118 GD2

119 GDla

120 GD1b

121 GalNAc-GD1a(Ac,Gc)
123 GTla

124 GT1lb

125 GQ1lb

281 SM3

282 Haematoside
283 SMla

284 SB2

285 SBla

295 GM1-penta
296 GM1(Gc)-penta
306 GDla-hexa
452 SM2

520 GD3-tetra
521 GD3-tetra-AO
581 GSC-68

583 GSC-442

584 GSC-155

585 GSC-118

586 GSC-107

592 GSC-193

593 GSC-195

631 GSC-335

646 GSC-576

661 GSC-108
1089 GD1b-DH
1090 GM1b-DH
1091 GT1lc-DH

Gall-36alAc-4Gs16-461cE-Cor

[

Neuhca-Bleuca- 6aL5-4GL-Cor

Galtiact-4ga1t-4c1ct-cer

Neukca-Bleuca-3

Neuhca- 36a18-36a1WACS - G216-461cE-Cer
1
Neukca3

15 J6oUACE-4Ga15- 4615 Cor

Galllcs-45a16- 365 WACE- 46318451 Cer
1 i

veweaw s Meunca-d

(GoLACE - 4Ga16-Joa NAcE-4Ga18- 451 - Cer

1 1
Nevtex 3 Neugea:3

Neukca-BHeuAca. 6515 3GoLACS - 4G015-4G1cS-Cer
|

Neuhca-36alé- 3alWAct - 4a16-461ct-Cer
1
Neuca-sheuca-5

Neuhca-Eeuca- 6aL5-3GaLNACE-4Gs16-4G1c8-Cer
|
Neukca-Beokca-3

50-36a18.-41c5-Cor-
Neuhca-36a16-G1ch-Cer

o1 36alAcH-4Ga15-461c5.Cor
i
s

SU-30aliAcE-4Gae-6ch-cer
1
03

5030318362l -4Ga18-4G1cE Cer
503

16 FoolAc- 4Go15-461c.0H

Galt- sl - ga16- 46108

[

Neuhca- 36a16.- 3621t - 4Ga16-461c-0H
1
Neukea3

GolACS:4Ga1.-4G1c5-Cer
1
503

Neukca-Bieuca. 6aL5. 451 00
Neuhca-BlevAca- 6a15-4GLc -0
Neuhca-6Gale- 36a1NAcE - 46316-461ck-Cer36

GolACS 451 461c5-Cor30
i

G- 36aUACE-4GaL6-4GLct - Cor3e

Neukca-b

Newhca- 36316 36a1WACS -4G316-4G1cE Cer36
1
Newtea- 6

Neuhca-66a15 - 36a1NACS 4G016-461cE-Cerde
i

GolAcs 451 461c5-Cer3o
i
o

Oa-36516- 6alAcE- 4GaLE-4GL-Cer36
|
oo

su.6
|
Neukca. 36015 36a1NACS 4G016-461cE-Cerde

GolACS 4515 361c5-C30
i

Galtict-4catt-c1cs-cerss
1
Neutea-3

T

Neukca-Blevhca-3

Neuhca- 36015 36a1NACS-4Ga16-461c-0H

Gale-3GalvAct - 4Ga16-461c-0h
1
Neukca-Bleca-Sheuca-5

Group F :

O-glycan related

Probe Probe Name
ID

40 GalB-3GalNAc
41 GalB-6GalNAc

42 GalNAca-3GalNAc

43 A8/1

70 Al15/3

99 B12/3

101 B13/b

116 DST

126 A15/1

131 A8/2

B13/a

Bl13/a

Man-Ser

Textual Sequence

Ga18-Jeallnc-0H
[RrR———
GallAca- 3CalkAc-OK
GletAco: 4Ga18-0x

GletAco: 4Ga18. 36a16-0X

Fuca-2

GalIACE - 4Ga16-0X
!
Neutea-3

GaUNACE- 4618 36LcNACE-OX
!

o3

NeuAca- 36aL6- 3GalNAc- O

Neusca-6

SU-GLENACE-0Y

sus

1
Fuca-36LctACS-0Y

GLeAS- 36215 361hACS-0X
GLeAS- 36215 361ACS-0X

Hana-Ser-0H




449 Notch-1

450 Notch-2

451 Notch-3

461 Man-Thr

464 GalNAc-Thr

465 GalNAc-Ser

466 Man-Thr-Succ

467 Man-Ser-Succ
606 GalB-3GalNAc-AO
607 GalB-6GalNAc-AO
608 GIcNACB1-2Fuc-AO
609 GIcNACB1-4Fuc-AO
639 GSC-488

640 GSC-489

641 GSC-490

642 GSC-491

673 BSM-Di-A1-AO
674 BSM-Di-A2-AO
886 DST-AO

887 GIcNACR-3Fuc-AO
888 GIcNACR-2Man-AO
940 XylGlc-AO

941 Xyl2Glc-AO

Fuca-Thr-DH

GletAcs - 3Fuca-Thr

Ga18-46LetACS - Fuca: Thr D

HanaThe-0H

GaliAca: The-Di

GaliAca: Ser-D

Hana. Thr-Succ- o6

Hana-Ser-Succ-OH

Ga18-3ealinc-A0

Gal8-6alic-A0

GLeACE-2Fuc-A0

GLeNACE-4Fuc-A0

NeuAca-36a15-3GaUHACS €30

su6

Neuca- 36aL-3GalNACE-C30.

NeuAca- 36aL-GalNACS-C30.

Heusca-6

Neuca-36aL5.-3(6-deoxy-6-carboxymethyl) GallACS -C30

NeuGea-6aliAc-40

Neuhca-6GaliAc-A0

NeuAca- 36aL6- 3alNAC-A0

Neusca-6

GLaACS - 3Fuc- A0

GLeNACS - 2Han-A0

Xyla-36tc-A0

Xyla-3ya-361c-A0

Group G :

Polysialyl

Probe Probe Name
ID

185 SA2(a8)
186 SA3(a8)
187 SA4(a8)
188 SA5(a8)*
189 SA6(a8)*
190 SA7(a8)*
191 SA8(a8)*
192 SA9(a8)*
193 SA10(a8)*
194 SA11(a8)*

Textual Sequence

NeuAca-8NeuAc-DH

NeuAca-8NeuAca-BlleuAc-DH

NeuAca-8lieuAca-BleuAca-BNeuAc-DH

NeuAca-8NeuAca-BNeuAca-BNeuAca-BNeuAc O

Group H :

Glycosaminoglycan (GAG) related

Probe = Probe Name
ID

154 CSA-2*

155 CSA-14*
156 CSB-2*

157 CSB-14*
158 CSC-2*

159 CSC-14*

Textual Sequence

4UA-3GalNAC-DH
|
su-4

AUA-3GaLNAC-DH
|
su-a

AUA-3GalNAC-DH
|
su-6




236

287

288

289

290

292

294

566

567

568

569

679

680

681

682

683

684

685

686

687

688

689

690

691

692

693

694

695

696

697

698

699

700

701

702

704

705

Hep-Di-IS-AO

CSA-4*

CSB-4*

CSC-4*

HA-S4*

HA-S14*

Hep-Di IS

HS-8*

CSA-16*

CSB-16*

CSC-16*

HA-S16*

CSA-6*

CSA-8*

CSA-10*

CSA-12*

CSA-18*

CSA-20*

CSB-6*

CSB-8*

CSB-10

CSB-12*

CSB-18*

CSB-20*

CSC-6*

CSC-8*

CSC-10*

CSC-12*

CSC-18*

CSC-20*

CSC-S4*

CSC-S6*

CSC-S8*

CSC-S10*

CSC-S12*

CSC-S514*

HA-S6*

HA-S8*

HA-S10*

AUA-4G1cNS-A0
[

su2 |
su-6

AUA-36a1NACE-4G1cAB-3GalNAC-DH
| |
su-4 -4

AUA-36alNACE - 4TdoAu-3GalNAC-DH
| |
su-4 -4

AUA-36a1NACE - 461cAB-36aLNAC-DH
| |
su-6 su-6

GLCAB-361CNACR - 4G1cA- 3GLcNAC-DH

St 36LcNAC-DH
BUA-4GLeNS -DH
[
su-2 |
su-6
3GalNAc-DH
| | | | I |
su-4 -4 su-a Su-4 su-a su-4 su-a su-4
| | | | |
su-a su-a su-a su-a su-a su-a su-a su-4
| | | | | | | |
su-6 U6 su-6 SU-6 su-6 su-6 su-6 su-6
G
| | |
su-a su-a su-a
| | | |
su-a su-a su-a su-a
| | | |
su-4 su-4 su-a su-4 su-a
36alNAC-DH
| | | | I
su-4 -4 su-4 SU-4 su-a su-4
| | | | | |
su-4 su-4 su-a -4 su-a su-4 su-a su-4 su-a
| | | | | ! |
su-a su-a su-a su-a su-a su-4 su-a su-4 su-a su-a
| | |
su-a su-a su-a
| | | |
su-4 su-4 su-a su-4
| | | |
su-4 -4 su-4 SU-4 su-4
36alNAc-DH
| | | |
su-4 -4 su-4 SU-4 su-a su-4
| ! | | | | !
su-4 su-a su-a su-4 su-a su-4 su-a su-4 su-a
| | | | 1 | | | 1 |
su-a su-a su-a su-a su-a su-4 su-a su-a su-a su-4
| | |
su-6 sU-6 su-6
| | | |
su-6 5U-6 su-6 SU-6
o1
| | | | 1
su-6 5U-6 su-6 SU-6 sU-6
36alNAc-DH
| | | |
su-6 sU-6 su-6 U6 su-6 su-6
| | | | | | |
su-6 su-6 su-6 U6 su-6 su-6 su-6 su-6 su-6
| | | | | | | |
su-6 sU-6 su-6 SU-6 su-6 su-6 su-6 su-6 su-6 su-6
GLCAB-36alNACR - 4G1cA- 3GalNAC-DH
|
sU-6 su-6
[t
1
5U-6 su-6 5U-6
It
| |
sU-6 su-6 5U-6 su-6
6l 1 1 LCAB-36alNAC-DH
| | |
su-6 su-6 su-6 su-6 su-6
e
| | | | | |
su-6 su-6 U6 su-6 SU-6 su-6
Gl
| | | | |
su-6 su-6 sU-6 su-6 SU-6 su-6 su-6
G
e
[t




706

707

708

710

711

712

713

714

715

716

717

718

719

720

721

722

723

724

725

726

727

728

729

730

731

732

733

734

735

736

737

739

740

HA-S12*

HA-S18*

CSA-3*

CSA-5*

CSB-3*

CSB-5*

CSC-3*

CSC-5*

HS-54-A0*

HS-56-A0*

HS-S8-A0*

Hep-54-A0*

Hep-S6-A0*

Hep-S8-A0*

Hep-4-A0*

Hep-6-A0*

Hep-8-A0*

Hep-10-AO*

Hep-12-A0*

Hep-14-A0*

Hep-16-A0*

HA-12*

Cs-Di 0S

CS-Di 25

CS-Di 4S

Cs-Di 6S

Cs-Di 2,45

CS-Di 2,65

CS-Di 4,65

CS-Di 2,4,65

Hep-Di IA

Hep-Di IIA

Hep-Di lIA

Hep-Di IVA

Hep-Di IS-AD

GalNACE-4GLcAR- 3GallAC-DH
|
su-a su-a

GalNACE-4GLcAu-3GalNACR-4G1cAa-3GalNAC-DH
|
su-4 su-a su-4

GalNACE-4TdoAu-3GalNAC-DH
|
-4 su-a

GalNACE-4TdoAu-36aLNACB- 4TdoAa-3GalNAC-DH
|
-4 su-a su-4

GalNACE-4GLcAR- 3GalNiAC-DH
|
su-6 su-6

GalNACE-4GLcAB- 36aLHNACE - 4G1cAB - 3GalNAC-DH
|
sU-6 su-6 SU-6

GLCAB-4G1cNACa- 4G1cAB- daltan-AO

GLCAB-4GLcNACa - 4GLCAB- 4GLNACa-4GLCAB - daMan-A0

Tdoha-4G1chisa- 41doAa-datan-A0
1 | | 1
SU2 SU-6  SU-2 SU6

TdoAa-4G1cNSa-41d0Ax-4G1cNSa - 4TdoAa- 4akan-AO
| | | | 1 |
SU2 SU-6  SU-2 SU6  SU-2  SU-6

su-6
|
UA-461cNSa-4TdoAd-4GLNS - A0
| ! |
SU-6 SU2 SU-6

su-2
1
BUA-4GLcNSa - 4TdoAa- 4GLcNSa-4TdoAa- 4GLCNS-A0
1 1 | | |
SU-6  SU2 SU6 U2 SU-6

SU6 SU-2 S SU-2 SV SU-Z2 SU-6  SUZ SU-6  SU-Z SU-6
su-2
|
] I [ [ [ [ ]
SU6 SU-2 S SU-2 SU6  SU-2 SV SU2 S SU2 SV SU2 SU6
su-2
! 1l 1 11 1
] I [ [ [ [ ] I
Si6 SU2 SUE  SU2 U6 SU-2 SV SU-2 SU6  SU-2 SU6  SU2 SU-6  SUZ UG

AUA-3GalNAC-AD

UA-3GalNAC-AD
1
sU-2

AUA-3GalNAC-AD
|
su-4

4UA-3GalNAC-AD
|
su-6

su-2
|
UA-3GalNAC-AD
1
su-a

su-2
1
UA-3GalNAC-AD
|
su-6

su-6
|
AUA-3GalNAC-AD
|
su-4

5U-6
su2 |
[
UA-3GalNAC-AD
1
su-a

su-2
1
DUA-4GLeNAC-AD

-6

AUA-4GLENAC-AD
|
su-6

BUA-4GLCNAC-AD
1
su-2

AUA-4GLCNAC-AD

U2
|
DUA-4GLeNS -AD

SU-6




741

742

743

744

745

746

747

748

749

758

759

760

762

763

764

765

Hep-Di IS

Hep-Di llIS

Hep-Di IVS

Hep-Di IH

Hep-Di IIH

Hep-Di IlIH

Hep-Di IVH

CS-Di s4S

CS-Di s6S

HEP F3-3

HEP F3-5

HEP F3-8

HEP F3-1B

CSC(H14) F5-2

CSC(H14) F6-1

CSC F10 Hg*

AUA-4GLCNS -AD
|
su-6

su-2
1
DUA-4GLeNS -AD

AUA-4GLENS-AD

su-2
1
UA-4GLcN-AD

U6

AUA-4GLEN-AD
|
su-6

su-2
1
DUA-4GLeN-AD

AUA-4GLEN-AD.

GLcAB-3GalNAC-AD
1
su-a

GLCAB-3GalNAC-AD
|
sU-6

AUA-4GLcNACa- 4HexA-4GLcAC-AD

AUA-4GLeNSa- 4HexA-4GLcNAC-AD

su-2
|
AUA-461cNSa - 4TdoAa-4GLcNSa-4G1cAB - 4GLCNS -AD
1 1 | |
SU6 SU2 SU6 su-6

AUA-4GLcla- 4HexA- 4GLcNAC-AD

AUA-36a1NACE - 4G1cAB- 36aLNACG-4G1cAB - 3GalNAC -DH
| | |

su-6 sU-6 su-6
36alNAc-DH
| | | |
su-6 su-6 su-6 U6
| | | |
sU-6 su-6 -6 su-6 su-6 su-6 su-6

CAB-3GalNAC-DH
|
su-6

Group | :

Homo-oligomers

Probe
ID

160

474

948

949

950

951

952

953

954

955

472

475

1093

1094

1095

1096

1097

1098

1099

1100

1138

1141

Probe Name

Kojibiose

Glc2(a2)-A0

Cyano-2-A0

Cyano-3-A0

Cyano-4-A0

Cyano-5-A0

Cyano-6-A0*

Cyano-7-A0*

Cyano-8-A0*

Cyano-9-A0*

Nigerose

Nigerose-AO

Poria-3-A0

Poria-4-A0

Poria-5-A0

Poria-6-A0

Poria-7-A0O

Poria-8-AO*

Poria-9-A0*

Poria-10-A0*

Poria-11-A0*

Poria-12-A0*

Textual Sequence

Glea-261c-0H

Glea-261c-A0

Glea-26Lc-A0

Glea-26Lea-26Lc-A0

Glea-261ca-261ca-261c-A0

Glea-261ca-261ca-261ca-261c-A0

6lea-261ca-261ca-26Lca-261ca-261c-A0

Glea-26Lca-261ca-26Lea-26Lca-26Lca-26Lc-AD

Glea-26Lea-26Lea-26Lea-26Lca-26Lca-26Lca-26Lc-AD

Glea-361c-0H

Glea-361c-A0

Glea-36Lca-36Lc-A0

Gleal-361cal-361cal-361c-A0

Glea-361ca-36Lea-36Lea-361c-A0

Glea-361ca-361ca-36Lca-36Lca-361c-A0

Glea-361ca-361ca-36Lca-36Lca-361ca-361c-A0

Glea-36Lca-36Lca-36Lea-36Lca-36Lca-36Lca-361c-AD




1143

165

480

166

481

167

482

477

478

484

479

485

523

524

525

526

527

528

169

487

486

445

170

489

171

490

172

491

214

263

303

529

530

531

532

533

534

1070

1069

995

996

924

956

957

958

Poria-13-A0*

Malto-2

Malto-2-A0

Malto-3

Malto-3-A0

Malto-4

Malto-4-A0

Malto-5

Malto-5-A0

Malto-6

Malto-6-A0

Malto-7

Malto-7-A0

Malto-8-A0*

Malto-9-A0*

Malto-10-AO*

Malto-11-AO*

Malto-12-A0*

Malto-13-A0*

Dext-2

Dext-2-A0

Dext-3

Dext-3-A0

Dext-4

Dext-4-A0

Dext-5*

Dext-5-A0*

Dext-6*

Dext-6-A0*

Dext-7*

Dext-7-A0

Dext-8*

Dext-8-A0*

Dext-9-A0*

Dext-10-A0*

Dext-11-A0*

Dext-12-A0*

Dext-13-A0*

i-Pano-3-A0

Pano-3-A0

Pullu-4-A0

Pullu-7-A0

Sophorose-AO

CRG-2-A0O

CBG-3-A0

CRG-4-A0

Glea-461c-OH

Glea-46lc-A0

Glea-46Lea-46Lc-DH

Glea-46lea-46le-A0

Glea-461ca-461ca-461c-OH

Glea-461ca-461ca-461c-A0

Glea-46Lea-46Lea-4GLea-4GLe-DH

Glea-46Lea-46Lea-4GLea-4GLe-A0

Glea-461ca-461ca-4GLea-4GLca-4GLe-DH

Glea-461ca-461ca-4GLea-4G ca-4G1c-A0

Glea-461ca-461ca-46Lca-46Lca-4GLca-4GLc-OH

Glea-46Lea-46Lea-4GLea-4GLea-4GLca-46Lc-AD

Glea-66Lc-DH

Glea-661c-A0

Glea-66ca-66Lc-0H

Glea-6GLea-66Lc-AD

Glea-6GLea-66Lea-66Le-DH

Glea-661ca-661ca-661c-A0

Glea-661ca-66ca-66Lca-661c-DH

Glea-661ca-66Lca-66Lca-661c-A0

Glea-66Lea-66Lea-6GLea-6GLea-66Lc-DH

Glea-66Lea-66Lea-66Lea-66Lea-66Lc-A0

Glea-66Tca-661ca-66Lea-66Lca-661ca-661c-DH

Glea-661ca-661ca-66Lca-66ca-661ca-661c-A0

Glea-46lea-66Lc-A0

Glea-66ca-46lc-A0

Glea-661ca-461ca-461c-A0

Glea-66Lca-46Lca-46Lea- 6GLea-46Lca-46Lc-AD

GLeB-26Lc-A0

6LeB-261c-A0

GLeB-261cB-261c-A0

6LeB-261¢B-261cB-261c-A0




959

960

961

962

963

964

965

966

967

213

204

212

519

492

497

493

498

494

499

161

500

162

501

502

163

503

504

518

505

262

196

198

164

507

259

258

260

992

993

994

473

476

536

892

537

CRG-5-A0*

CRG-6-A0*

CRG-7-AO*

CRG-8-A0O*

CRG-9-A0*

CBG-10-A0*

CBG-11-A0*

CRG-12-A0*

CRG-13-A0*

NSG-7-AD*

NSG-11-A0*

NSG-12-AD*

NSG-13-AD*

Lam-2

Lam-2-A0

Lam-3

Lam-3-A0

Lam-4

Lam-4-A0

Lam-5

Lam-5-A0

Lam-6*

Lam-6-A0*

Lam-7

Lam-7-A0

Curd-8-AD*

Curd-8-A0*

Curd-9-A0*

Curd-10-AD*

Curd-10-A0*

Curd-11*

Curd-11-AD*

Curd-11-A0*

Curd-12-AD*

Curd-12-A0*

Curd-13*

Curd-13-AD*

Curd-13-A0*

HE-8-AO

HE-9-AO

HE-10-AO

Cellobiose

Cellobiose-AO

Cello-3

Cello-3-A0

Cello-4

6LeB-261cB-261cB-261cB-261c-A0

6LeB-261cB-261cB-261cB-261cB-261c-A0

(GLeB-26LcB-261cB- 26LcB- 26LcB-26LcB-26Lc-AD

GLeB-26LeB-26LeB-26LeB- 26LB-26LcB-26LcB-26Lc-AD

GLeB-26LeE 261c-80

GLeB-26LcE-

GLeB-361¢B-361¢B-36LeB-361cB-361cB-36Lc-AD

361c-AD

GLeB-36LeE-

GLeB-36Lc-DH

6LeB-361c-A0

6LeB-361cB-361c-0H

6LeB-361cB-36Lc-A0

GLeB-36LeB-36LeB-36Lc-DH

GLeB-361eB-361eB-36Lc-AD

GLeB-361cB-361cB-36LeB-361c-DH

61cB-361¢B-361cB-361cB-361c-A0

6LcB-361c6-361cB-36LcB-361cB-361c-DH

GLeB-36LeB-36LeB-36LeB-36LeB-36Lc-A0

GLeB-361eB-361eB-36LeB-36LeB-36LeB-36Le-DH

6LeB-361¢B-361¢B-361cB-361cB-361cB-361c-A0

6LCB-361cB-361cB-36LcB-361cB-361cB-36LcB-36Lc-AD

6LeB-361cB-36LcB-36LcB-36LcB-361cB-36LcB-36LcB-36Lc-A0

6LeB-361c6-361cE-

GLeB-36LeE- 36lc-a0

6LcB-361c6-361cE-

GLeB-36LeE-

GLeB-4GLe-DH

GLeB-4GLe-A0

GLeB-4G1cB-4GLe-DH

GLeB-4G1cB-4Gle-A0

GLeB-4G1cB-461cB-4G1c-OH




893

168

894

539

895

896

897

898

899

900

901

902

509

903

904

905

906

173

907

908

1101

1102

1103

1104

174

1105

1055

997

998

1056

999

1000

1001

1057

1002

1058

1003

1059

1060

1061

1062

1063

1064

1065

1066

1067

Cello-4-A0

Cello-5*

Cello-5-A0*

Cello-6*

Cello-6-A0*

Cello-7-A0*

Cello-8-A0*

Cello-9-A0*

Cello-10-A0*

Cello-11-AO*

Cello-12-A0*

Cello-13-A0*

Gentiobiose-AO

Pust-3-A0

Pust-4-A0

Pust-5-A0

Pust-6-A0

Pust-7-AD*

Pust-7-A0*

Pust-8-A0*

Pust-9-AO*

Pust-10-AO*

Pust-11-AO*

Pust-15-A0*

Pust-13-AD*

Pust-15a-A0*

Barley-3-A0

Barley-3a-AO

Barley-3b-A0

Barley-4-AO

Barley-4a-AO

Barley-4b-AO

Barley-4c-AO

Barley-5-A0*

Barley-5a-AO

Barley-6-A0*

Barley-6a-AO

Barley-7-AO*

Barley-8-AO*

Barley-9-AO*

Barley-10-A0*

Barley-11-A0*

Barley-12-A0*

Barley-13-A0*

Barley-14-A0*

Barley-15-A0*

GLeB-4G1cB-4G1cB-4Gle-A0

GLCB-4G1cB-4GLcB-4GLcB-4GLc-DH

GLeB-4GLeB-4GLeB-4GLeB-4GLe-AD

GLeB-4GLeB-4GLeB-4GLeB-4GLeB-4GLe -DH

GLeB-4G1cB-4G1cB-4GLeB-4GLB-4GLc-AO

GLeB-4G1cB-4G1cB-4GLcB-4GLcB-4G1cB-4Glc-AO

GLeB-6GLe-A0

GLeB-6GLeB-66Lc-AD

GLeB-661cB-661cB-661c-A0

GLEB-661cB-661cB-6GLcB-661c-A0

GLCB-61cB-661cB-66LcB-6GLcB-661c-A0

GLEB-6GLCB-6GLeB-6GLeB-6GLeB-6GLeB-66Lc-AD

GLeB-6GLeB-6GLeB-6GLeB-6GLeB-6GLeB-66Le-AD

GLeB-461cB-36Lc-A0

GLeB-36LeB-4GLe-AD

GLeB-4GLeB-36Le-A0

GLeB-461cB-41cB-361c-A0

GLeB-361¢B-461cB-4G1c-A0

GLeB-4G1cB-41cB-361c-A0

GLeB-4GLeB-36LeB-4GLe-AD

GLeB-4GLeB-4GLeB-4GLeB-36Lc-AD

GLeB-361cB-4G1cB-6GLcB-4GLc-AO

(G1cB-3/461cE)2-461cB-361c-AD

GLeB-4GLeB-4GLeB- 36LeB-4GLeB-4GLeB-36Le-AD

(6LcB-4/361c8)3-461cB-361c A0

(61eB-4/361c8)4-361c-A0

(G1cB-4/361cE) 4-461cB-361c-AD

(61cB-4/361c8)5-361c -0

(6LcB-4/361c8)5-461cB-361c A0

(6LeB-4/361c8)6-361c -0

(61eB-4/361c8)6-461cB-361c-A0

(61cB-4/361cE)7-361c-A0

(ratio ~1:1)




1068

1037

1038

1039

1040

1041

1042

1043

1044

1045

1046

1047

1048

1049

1050

980

981

982

983

984

985

986

987

988

989

990

991

1004

1005

1006

1007

1008

1009

1010

183

184

175

915

176

916

917

918

919

920

921

Barley-16-A0*

Grifo-3-A0*

Grifo-4-A0*

Grifo-5-A0*

Grifo-6-A0*

Grifo-7-A0*

Grifo-8-A0*

Grifo-9-AO*

Grifo-10-A0O*

Grifo-11-A0*

Grifo-12-A0*

Grifo-13-A0*

Grifo-14-A0*

Grifo-15-A0*

Grifo-16-A0*

Lentin-2-A0

Lentin-3-A0

Lentin-4-A0*

Lentin-5-A0*

Lentin-6-A0*

Lentin-7-A0*

Lentin-8-A0*

Lentin-9-A0*

Lentin-10-A0*

Lentin-11-AO*

Lentin-12-A0*

Lentin-13-A0*

HE-9B7-AO

HE-10B2-A0

HE-10B3-A0

HE-10B5-A0

HE-10B7-A0

Gu-6B1/3-A0

HE-11B3/6-A0

Ara6(a5)

Ara7(a5)

GN2

GN2-AO

GN3

GN3-AO

GN4-AO*

GN5-AO0*

GN6-AO*

GN7-AO*

GN8-AO0*

(61eB-4/361cE) 7-461cB-361c-A0

GL3(8-3/6-6) -A0

6Lc4(8-3/6-6) -0

GLeS(8-3/6-6) -A0

GLe6(8-3/6-6) -A0

6Le7(8-3/6-6) -A0

GLeB(8-3/6-6) -A0

6Lc9(8-3/6-6) -0

GLE10(8-3/6-6) -0

GLE11(8-3/8-6)-A0

GLe12(8-3/8-6)-A0

GL13(6-3/8-6)-A0

GL14(8-3/6-6) -0

GLe15(8-3/8-6) - A0

GLe16(8-3/8-6)-A0

6Le2(8-3/6-6) -A0

GL3(8-3/6-6) -A0

6Lc4(8-3/6-6) -A0

GLES(8-3/6-6) -A0

GLe6(8-3/6-6) -A0

GLe7(8-3/6-6) -A0

GLeB(8-3/6-6) -A0

6Lc9(8-3/6-6) -A0

GLe10(8-3/6-6) -A0

GLe11(8-3/8-6)-A0

GLe12(8-3/8-6)-40

GL13(8-3/8-6) -0

GLeB-3LeB-36LeB-36LcB- 36LcB-36LcB-36LcB-36Lc-AD

6les-6

GLEB-361cB-36LcB-36LcB-36LcB-361cB-36LcB-36LcB-36Lc-A0
1
GleB-6

6LCB-361cB-36LcB-36LcB- 36LcB-36LcB-36LcB-36LcB-36Lc-A0
|
GLeB-6

6LEB-361cB-36LcB-36LcB-36LcB-36cB-36LcB-36LcB-36Lc-A0

6leB-6

6LEB-361cB-36LcB-36LcB- 36LcB-361cB-36LcB-36LcB-36Lc-A0
1
GLeB-6

GLeB-36Lca-36LeB-36Lc-AD
|
6Gles-6 GleB-6

GLEB-361cB-361cB-36LcB- 36LcB-361cB-36LcB-36LcB-36Lc-AO

GleB-6 GleB-6

Araa-5Araa-5Araa-5Araa-SAraa-5Ara-DH

Araa-5Araa-5Arac-5Araa-5Araa-5Araq-5Ara-DH

GLeNACS - 4GLcliAC-DH

GLENACB-4GLcliAC-AO

GLENACB-4GLCHACB-4GLcNAC-DH

GLENACS - 4GLCHACE- 4GLNAC-AD

GLENACR - 4GLCNACE-4GLENACE - 4GLcNAC-AO

(GLENACR- 4G1CNACB-4GLENACE - 461 CHACB-4GLcNAC-A0




178 Man4(R4) Mans-4ManG-aMang-4Man-OH

179 Man5(R4) Mang-aManG-aManG-aManG-aMan-DH
180 Man6(R4) Man - 4Man - 4Man - 4Mank - 4Mank - dMan -DH.
181 Xyl5(R34) Xy18-4Xy16-4Xy16-4XyL6-4XyL-DH

182 Xyl6(R4) XyLB-2Xy18-4Xy 18- 4y L6- 44y 18-4XyL-OH

Group ) : Miscellaneous

Probe Probe Name Textual Sequence
ID
48 Gald Gala-36alB-dGala-3al-DH
144 (6P)-Man5 p-Mana- Hana- Hana- Hana- 2Han-OH
146 Glc(ab,a4,a4) Glca-66Lca-d6lca-46Lc-OH
195 Xyl3Glc4 ot

G- ables. 461c8.46Lc-0n
219 Glc Gleon
220 Glc-AO Gle-a0
221 Gal Gal-on
222 Gal-A0 aata0
223 Man Han-DH
224 Man-AO an-s0
225 Fuc Fuc-DH
226 Fuc-AO Fuc-A0
227 Rha Rha-OH
228 Rho-AO a4
229 GN Gltiac-o
230 GN-AO Glathe-s0
231 GalNAc Galithe-DH
232 GalNAc-AO Goltac-40
233 (6P)Man5-A0 P-llans ana- ana- Hana:- 2an-A0
277 SU-Tyr sutyron
430 Carra-Hexa-3S “B‘Zifam-»aaa\;.:rm.‘m\:ja\.w
431 Carra-Hexa-4S “B‘:iims:jﬂ;z:em Am\;;ia\ o
432 Carra-Octa-4S "“‘:ﬁa"”ﬂ“\:ﬁsu ‘asa\;ziam—oana\;sia\ oH
433 Carra-Tetra-2S A0l 36a6-daGala-36al-0

su-s su-d
434 Carra-Tetra-1S aGala-36a16-4aala-30al-04

su-d

436 NeuAc
437 NeuAc-AO Nevhe-A0
470 (6P)-Man-AO ohan-0
471 (6P)-Man P-tan-o1
535 Gala-4Glc-AO Gala-dle-A)
564 GSC-154 NeuAca iﬁj:fﬁkud—aaam A61c8-cer3s
565 GSC-441 Neuhca-36a16-4G1cNACE-6GaNACa - 36alB-4G1cB-C30
582 GSC-70 NeuAca-66alB-6GalNACE-4Gal8-4G1c8-Cer36
599 NeuGc HeuGe-OH
600 NeuGc-AO NeuGe-A0
602 Gala-6Glc-AO Gata-g61c-40
603 (6P)-GIc-AO Pesics0

604 (6P)-Fructose-AQ  Fofres




605

627

633

637

645

914

922

923

GN-Asn

GSC-284

GSC-384

GSC-446

GSC-575

Glc(a6,a4,a4)-A0

01-A0

Rutinose-AO

GLetincs-Asn-DH

GallAcCk-66alE- 4GLeE-Cer3s
I
Neunca-3

NevAca-36al8-4G1cHACE- 4GalNACS - 3Gal8-4G1cB-C30
|
Fuca-3

NeuAca-3alB-461cNACE-6GalNAca - 36alB-461c-C30

GalliAcs-4Gal-36a18-C30
I
Neuhca-3

Glea-661ca-6lca-d61c-A0

Gletiacs-6
)
Gal-a0
!

GleNacs-3

Rhaa-661c-A0




